Scale NW_024573038.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_018153835.1 4,518,500 4,519,000 4,519,500 4,520,000 4,520,500 4,521,000 4,521,500 4,522,000 4,522,500 4,523,000 4,523,500 4,524,000 4,524,500 4,525,000 4,525,500 4,526,000 4,526,500 4,527,000 4,527,500 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Ensembl genes 2023_02

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green) CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_017224851.2 XM_017224853.2

XM_017225649.2 XM_017225650.1

XM_017224851.2 XM_017224853.2

XM_017225649.2 XM_017225650.1

LOC108114094 LOC108114094

LOC108114592 LOC108114594

CG7724 rogdi

(AC)n

(TA)n (CGA)n

A-rich (A)n (AT)n (ATAT)n

A-rich

(AT)n

A-rich

(ACA)n

(TACGAT)n (AACCAC)n (ACACAC)n

(ATGGA)n (TA)n (CAA)n

(AT)n

A-rich (ATTTTGA)n

(CAAAA)n (GAATAC)n

GC Percent

(AT)n#Simple_repeat (GAAAAT)n#Simple_repeat