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1000 Genomes Southern Han Chinese Trio

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
Alignments of Affymetrix Consensus/Exemplars from GNF1H
Alignments of Affymetrix Consensus/Exemplars from HG-U133
Alignments of Affymetrix Consensus/Exemplars from HG-U95
ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from all cell types

H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE
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