Scale PITE01000001.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_004023865.1 201,500 202,000 202,500 203,000 203,500 204,000 204,500 205,000 205,500 206,000 206,500 207,000 207,500 208,000 208,500 209,000 209,500 210,000 210,500 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

MIR SINEC_b2 tRNA-Lys-AAG

Eutr11

L1MEg

SINEC_b1 L2a MLT1D MER5B

(T)n LFSINE_Vert (TTG)n

MIR3

GC Percent

MIRc#SINE/MIR MIRc#SINE/MIR