Scale 5 kb} | GCA_905404295.1
chrw: | 6,092,000] 6,092,500] 6,093,000/ 6,093,500] 6,094,000] 6,094,500 6,095,000! 6,095, sool e 096 oooI e 096 sool s 097 ,000] 6,097,500/ 6,098,000/ 6,098,500] 6,099,000 6,099,500| 6,100,000] 6,200,500| 6,101,000|
owWs
c Percent I NN T0CFRTTRUER AR IMCHR ST FOORUTENN 0P O m I\I\I\IH\ HHIHI H\ i H IHHI I [ 1 WU wen [ L T (LR

Ensembl genes 2021_11
Augustus Gene Predictions
g396.t1 e L L /= g397.t11
RefSeq mRNAs mapped to this assembly
CpG Islands (Islands < 300 Bases are Light Green)
cec: 4s I

CpG Islands (Islands < 300 Bases are Light Green)

Unmasked CpG
RepeatMasker Repetitive Elements
(TGTTAC)n H (AATAATG)n B (TAN | (GCAGCA)n §
aAn il A-rich BH
(AATA)N |
(rcten i
Simple Tandem Repeats by TRF

Simple Repeats 1 1

Genomic Intervals Masked br WindowMasker + SDust
WM + SDust 1 | | | | [ I IIIIMIE  HENIE Rl [ HIN I | INANIIEEE Rl B B @z ] Hl




