Scale chr1:

sPRET_EiJ pWK_PhJ cAST_EiJ wSB_EiJ nZO_HlLtJ c57BL_6NJ nOD_ShiLtJ fVB_NJ dBA_2J cBA_J c3H_HeJ aKR_J bALB_cJ a_J lP_J 129S1_SvImJ mouse Gap Other RefSeq

RefSeq All RefSeq Curated

SGP Genes

Rat mRNAs

Spliced ESTs

Mouse Prairie_vole Guinea_pig Rabbit Human Chimp Rhesus Tarsier Dog Panda Cat Cow Opossum Platypus Chicken Turkey X_tropicalis Zebrafish Elephant_shark

RepeatMasker

EVA SNP Release 7

10 kb rn6 80,615,000 80,620,000 80,625,000 80,630,000 80,635,000 Cactus alignments, 17 mice strains plus rat

Gap Locations

Non-Rat RefSeq Genes

RefSeq genes from NCBI

AUGUSTUS ab initio gene predictions v3.1

SGP Gene Predictions Using Rat/Human Homology

Rat mRNAs from GenBank

Rat ESTs That Have Been Spliced

20 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 20 Vertebrates

Repeating Elements by RepeatMasker

Short Genetic Variants from European Variant Archive g532.t1

Cons 20 Verts 2 _

-1 _