
Scale
NW_006763039.1:

Augustus

Unmasked CpG

Simple
Low Complexity

RNA

Simple Repeats

WM + SDust

5 kb GCF_000298775.1

1,729,000 1,729,500 1,730,000 1,730,500 1,731,000 1,731,500 1,732,000 1,732,500 1,733,000 1,733,500 1,734,000 1,734,500 1,735,000 1,735,500 1,736,000 1,736,500 1,737,000 1,737,500 1,738,000
GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

Repeating Elements by RepeatMasker

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_007287998.1 XM_007287999.1

XM_007287998.1 XM_007287999.1

AGOS_AFR491W

GC Percent


