Scale chr1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_002880775.1 75,972,000 75,973,000 75,974,000 75,975,000 75,976,000 75,977,000 75,978,000 75,979,000 75,980,000 75,981,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Ensembl genes 2021_01

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_024245458.1 XM_024245454.1 XM_024245486.1 NM_001131719.2

NM_001131719.2

XM_024245458.1 XM_024245454.1 XM_024245486.1

RABGAP1L RABGAP1L RABGAP1L

NM_001366446.1

MIR3

AluJo

(AACA)n L2a L1MC5

AluSq2

L1PA4

GC Percent

L1PREC2#LINE/L1 LTR12C#LTR/ERV1 LTR12E#LTR/ERV1