Scale LNAC01000001.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_002007465.1 5,752,500 5,753,000 5,753,500 5,754,000 5,754,500 5,755,000 5,755,500 5,756,000 5,756,500 5,757,000 5,757,500 5,758,000 5,758,500 5,759,000 5,759,500 5,760,000 5,760,500 5,761,000 5,761,500 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g67.t1

ADAM12

CpG: 30

L3 SINEC_b1

SINEC_b1 L2d L1MA9

Kanga11a L2b MLT1A0

MIRb L2c L1MA9 MIR (T)n

(CT)n

L1MC4 L1MB8

GC Percent