Scale
NW_014024938.1:  759,500|

GC Percent l

XM_014229005.1 [l

XM_014229005.1 [l

Augustus

Unmasked CpG

Simple Repeats

wm+spbust NI 11

LTI T \I\IIIII\III\III\I\HI\II\I\I\IIII\II\IHHHIIHI II\II\I\III\I\IIHI\I\IIIII\IHIIH\II il HII\I\IIII\I|II\II\II\I\I\II\I\IHI\II HIII\I\HIIIIIIIIIIIIII\IIII\III Y AN 101 0
Sel

Kb} | GCF_000354255.1

5
760,500 761,000 761,500/ 762,000 762,500/ 763,000/ 763, sool 7e4oool 764500\ 785000| 765,500 766,0001 766,500/ 767,000 767,500/ 768,000 768,500/ 769,000!

00O
enes, curated and predicted sets (NM_*

XM_014229006.1

Xm_014229007.1 el

NCBI RefSeq genes, predicted subset (XM _* or XR _*

XM_014229006.1

XM_014229007.1 el

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)
Augustus Gene Predictions

I S I
RefSeq mRNAs mapped to this assembly
gual - EHEEH
CpG Islands (Islands < 300 Bases are Light Green)
CpG Islands (Islands < 300 Bases are Light Green
RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust



