Scale chrX:

GRCh38 exclusions GENCODE Unmapped s10k GENCODE Unmapped s50k

RefSeq Curated Cases 29085 Samples Rare UniqueCalls

Controls 19584 Samples AllCalls

Common dbSNP(155)

ENCODE cCREs

Rhesus Mouse Dog Elephant Chicken X_tropicalis Zebrafish RepeatMasker 11003_fa 11003_mo 11003_p1 11003_s1 11004_fa 11004_mo 11004_p1 11004_s1 11006_fa 11006_mo 11006_p1 11006_s1 11008_fa 11008_mo 11008_p1 11008_s1 11009_fa 11009_mo 11009_p1 11009_s1 11010_fa 11010_mo 11010_p1 11010_s1 11012_fa 11012_mo 11012_p1 11012_s1 11013_fa 11013_mo 11013_p1 11013_s1 11014_fa 11014_mo 11014_p1 11014_s1 11017_fa 11017_mo 11017_p1 11017_s1 11018_fa 11018_mo 11018_p1 11018_s1 11022_fa 11022_mo 11022_p1 11022_s1 11023_fa 11023_mo 11023_p1 11023_s1 11024_fa 11024_mo 11024_p1 11024_s1 11027_fa 11027_mo 11027_p1 11027_s1 11028_fa 11028_mo 11028_p1 11028_s1 11029_fa 11029_mo 11029_p1 11029_s1 11030_fa 11030_mo 11030_p1 11030_s1 11031_fa 11031_mo 11031_p1 11031_s1 11033_fa 11033_mo 11033_p1 11033_s1 11037_fa 11037_mo 11037_p1 11037_s1 11038_fa 11038_mo 11038_p1 11038_s1 11041_fa 11041_mo 11041_p1 11041_s1 11042_fa 11042_mo 11042_p1 11042_s1 11043_fa 11043_mo 11043_p1 11043_s1 11045_fa 11045_mo 11045_p1 11045_s1 11046_fa 11046_mo 11046_p1 11046_s1 11047_fa 11047_mo 11047_p1 11047_s1 11048_fa 11048_mo 11048_p1 11048_s1 11051_fa 11051_mo 11051_p1 11051_s1 11054_fa 11054_mo 11054_p1 11054_s1 11055_fa 11055_mo 11055_p1 11055_s1 11056_fa 11056_mo 11056_p1 11056_s1 11057_fa 11057_mo 11057_p1 11057_s1 11060_fa 11060_mo 11060_p1 11060_s1 11062_fa 11062_mo 11062_p1 11062_s1 11063_fa 11063_mo 11063_p1 11063_s1 11064_fa 11064_mo 11064_p1 11064_s1 11066_fa 11066_mo 11066_p1 11066_s1 11067_fa 11067_mo 11067_p1 11067_s1 11069_fa 11069_mo 11069_p1 11069_s1 11071_fa 11071_mo 11071_p1 11071_s1 11073_fa 11073_mo 11073_p1 11073_s1 14455_fa 14455_mo 14455_p1 14455_s1 4 way merge [CNVnator, Lumpy, CANVAS, MANTA] CANVAS CNVnator Delly GenomeStrip Lumpy MANTA WHAMG

10 kb hg38 15,565,000 15,570,000 15,575,000 15,580,000 15,585,000 15,590,000 15,595,000 15,600,000 GRCh38 exclusions GENCODE Unmapped s10k GENCODE Unmapped s50k GENCODE V48 (3 items filtered out)

RefSeq genes from NCBI Cases 29085 Samples Rare UniqueCalls Cases_29085Samples_remap

Controls 19584 Samples AllCalls Controls_19584Samples_remap MANE Select Plus Clinical: Representative transcript from RefSeq & GENCODE Short Genetic Variants from dbSNP release 155 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from all cell types H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE

100 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 100 Vertebrates

Repeating Elements by RepeatMasker 11003_fa 11003_mo 11003_p1 11003_s1 11004_fa 11004_mo 11004_p1 11004_s1 11006_fa 11006_mo 11006_p1 11006_s1 11008_fa 11008_mo 11008_p1 11008_s1 11009_fa 11009_mo 11009_p1 11009_s1 11010_fa 11010_mo 11010_p1 11010_s1 11012_fa 11012_mo 11012_p1 11012_s1 11013_fa 11013_mo 11013_p1 11013_s1 11014_fa 11014_mo 11014_p1 11014_s1 11017_fa 11017_mo 11017_p1 11017_s1 11018_fa 11018_mo 11018_p1 11018_s1 11022_fa 11022_mo 11022_p1 11022_s1 11023_fa 11023_mo 11023_p1 11023_s1 11024_fa 11024_mo 11024_p1 11024_s1 11027_fa 11027_mo 11027_p1 11027_s1 11028_fa 11028_mo 11028_p1 11028_s1 11029_fa 11029_mo 11029_p1 11029_s1 11030_fa 11030_mo 11030_p1 11030_s1 11031_fa 11031_mo 11031_p1 11031_s1 11033_fa 11033_mo 11033_p1 11033_s1 11037_fa 11037_mo 11037_p1 11037_s1 11038_fa 11038_mo 11038_p1 11038_s1 11041_fa 11041_mo 11041_p1 11041_s1 11042_fa 11042_mo 11042_p1 11042_s1 11043_fa 11043_mo 11043_p1 11043_s1 11045_fa 11045_mo 11045_p1 11045_s1 11046_fa 11046_mo 11046_p1 11046_s1 11047_fa 11047_mo 11047_p1 11047_s1 11048_fa 11048_mo 11048_p1 11048_s1 11051_fa 11051_mo 11051_p1 11051_s1 11054_fa 11054_mo 11054_p1 11054_s1 11055_fa 11055_mo 11055_p1 11055_s1 11056_fa 11056_mo 11056_p1 11056_s1 11057_fa 11057_mo 11057_p1 11057_s1 11060_fa 11060_mo 11060_p1 11060_s1 11062_fa 11062_mo 11062_p1 11062_s1 11063_fa 11063_mo 11063_p1 11063_s1 11064_fa 11064_mo 11064_p1 11064_s1 11066_fa 11066_mo 11066_p1 11066_s1 11067_fa 11067_mo 11067_p1 11067_s1 11069_fa 11069_mo 11069_p1 11069_s1 11071_fa 11071_mo 11071_p1 11071_s1 11073_fa 11073_mo 11073_p1 11073_s1 14455_fa 14455_mo 14455_p1 14455_s1 4 way merge [CNVnator, Lumpy, CANVAS, MANTA] CANVAS CNVnator Delly GenomeStrip Lumpy MANTA WHAMG

ACE2 ACE2 ACE2 ACE2 ACE2 ACE2 ACE2 ACE2 ACE2 ENSG00000285602

ACE2-DT

ACE2

ACE2 GS1-594A7.3

Layered H3K27Ac

Cons 100 Verts 4 _

-0.5 _