Scale 20 bases} | panTro4
chr2A: | 42,856,920 42,856,925| 42,856,930| 42,856,935| 42,856,940| 42,856,945| 42,856,950| 42,856,955| 42,856,960| 42,856,965| 42,856,970| 42,856,975| 42,856,980| 42,856,985 42,856,990| 42,856,995|
~>ACTTAAGAGATGTGGTAACTAAATGAACTACCTGATTTTAGACTGGATCTTGTATAGAGGGGAAAATACAATAAAGGATATTATTGG
Gap Locations
Gap
Genscan Gene Predictions
RefSeq genes from NCBI
RefSeq All
RefSeq Curated
Non-Chimp RefSeq Genes

Other RefSeq
AUGUSTUS ab initio gene predictions v3.1
99383.t1
Chimp mRNAs from GenBank
Chimp ESTs That Have Been Spliced
Spliced ESTs

Rhesus (Oct. 2010 (BGI CR_1.0/rheMac3)) Chained Alignments
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Rhesussoa. 2010 (BGI CR_1.0/rheMac3; AIiInment net
550555055 58 5555 5553550005500 5

Mouse (Dec. 2011 (GRCm38/mm10)) Chained Alignments
chrl7 + 71551k 2333333333333333)>> 33333333333 233333333335> DO3333333333333335353353535353535353535353353535353533535353335333333333333>)

Mouse (Dec. 2011 (GRCm38/mm10)) Alignment Net
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Repeating Elements by RepeatMasker
RepeatMasker
Short Genetic Variants from European Variant Archive
EVA SNP Release 7



