
Scale
chr1:

Issues

GENCODE BLAT

LiftOff Genes (All)
LiftOff Genes (ORFs)

CpG Islands

GRCh38 Synteny 25KB
GRCh38 Synteny 1MB

RepeatMasker

Simple Repeats

Composite Repeats

SEDEF Segmental Dups
SEDEF Segmental Dups Low Id

100 kb t2t-chm13-v1.1

121,250,000 121,300,000 121,350,000 121,400,000
Issues from read low-coverage

CAT Gene + LiftOff Annotations V4

BLAT of GENCODE RNAs

LiftOff Genes Annotations based on GENCODE (from UW)

CHM13 PROseq Bowtie2 default mapped (chm13v1.1) and unique genome-wide kmer filtering Stranded and notStranded

CHM13 PROseq Bowtie2 k100 mapped (chm13v1.1) and unique genome-wide kmer filtering Stranded and notStranded

CHM13 RNAseq Bowtie2 default mapped (chm13v1.1) and unique genome-wide kmer filtering

CpG Islands (Islands < 300 Bases are Light Green)

GRCh38 Cactus Synteny

Repeating Elements by RepeatMasker

Simple Tandem Repeats by TRF

Composite Repeats

Segmental Duplications

FAM72B-202
FAM72B-201
FAM72B-207
FAM72B-205
FAM72B-203
FAM72B-204
FAM72B-206

SRGAP2C-205
SRGAP2C-202
SRGAP2C-203
SRGAP2C-204
SRGAP2C-201

AC243994.1-201 SRGAP2-AS1-202

PROseq-A bt2-dflt
PROseq-A bt2-dflt
PROseq-A bt2-dflt

PROseq-A bt2-dflt NEG
PROseq-A bt2-dflt NEG
PROseq-A bt2-dflt NEG
PROseq-A bt2-dflt POS
PROseq-A bt2-dflt POS
PROseq-A bt2-dflt POS

PROseq-B bt2-dflt
PROseq-B bt2-dflt
PROseq-B bt2-dflt

PROseq-B bt2-dflt NEG
PROseq-B bt2-dflt NEG
PROseq-B bt2-dflt NEG
PROseq-B bt2-dflt POS
PROseq-B bt2-dflt POS
PROseq-B bt2-dflt POS

PROseq-A bt2-k100
PROseq-A bt2-k100
PROseq-A bt2-k100

PROseq-A bt2-k100 NEG
PROseq-A bt2-k100 NEG
PROseq-A bt2-k100 NEG
PROseq-A bt2-k100 POS
PROseq-A bt2-k100 POS
PROseq-A bt2-k100 POS

PROseq-B bt2-k100
PROseq-B bt2-k100
PROseq-B bt2-k100

PROseq-B bt2-k100 NEG
PROseq-B bt2-k100 NEG
PROseq-B bt2-k100 NEG
PROseq-B bt2-k100 POS
PROseq-B bt2-k100 POS
PROseq-B bt2-k100 POS

RNAseq-A bt2-dflt
RNAseq-A bt2-dflt-21mer
RNAseq-A bt2-dflt-51mer

RNAseq-B bt2-dflt
RNAseq-B bt2-dflt-21mer
RNAseq-B bt2-dflt-51mer


