Scale CP028531.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_003054405.1 954,500 955,000 955,500 956,000 956,500 957,000 957,500 958,000 958,500 959,000 959,500 960,000 960,500 961,000 961,500 962,000 962,500 963,000 963,500 GC Percent in 5-Base Windows Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g393.t1 g394.t1 g395.t1 g396.t1 g397.t1 g397.t2 NM_211332.2 NM_001182414.1 CpG: 20

(TGT)n

(GCTGTT)n

A-rich

GC Percent