Scale NW_020539888.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_003426925.1 8,294,500 8,295,000 8,295,500 8,296,000 8,296,500 8,297,000 8,297,500 8,298,000 8,298,500 8,299,000 8,299,500 8,300,000 8,300,500 8,301,000 8,301,500 8,302,000 8,302,500 8,303,000 8,303,500 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

TOGA annotations using human/hg38 as reference

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

Kif3c

Kif3c

ENST00000264712.KIF3C.1

NM_053486.1

PB1D10 PB1D11 tRNA-Ala-GCA B4 PB1D11 PB1D11 (GTGCGT)n

PB1D11 (T)n PB1D11 PB1D10

(TGTGTATGTG)n (TA)n (T)n PB1D11 (A)n tRNA-Ala-GCA

MIRb (C)n PB1D10 L2a (TC)n (T)n

PB1D10 FAM B4A PB1D11

Charlie30b

L2b

GC Percent

L1MB7#LINE/L1

PB1D11#SINE/Alu