Scale 5 kb} | GCA_910589475.1

1
chrl: | 7,385,500| 7,386,000 7,386,500| 7,387,000| 7,387,500| 7,388,000| 7,388,500] 7,389, 000I 7 389 500| 7, 390 oool 7 390 500I 7,391,000] 7,391,500] 7,392,000 7,392,500] 7,393,000| 7,393,500 7,394,000 7,394,500]

ent in 5
e Percent IV I TR (IR 1A BOONAOHR 10 AR LTI 1 K \III | \I \ H HIH \I\II\ 0 0 T A 111 T
Ensembl genes 2021_11
ENSBICG00000001805 .
ENSBICG00000001805 .
Augustus Gene Predictions
g196.t1 ] 1 B

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)
CpG Islands

Unmasked CpG I |

RepeatMasker Repetitive Elements
An |

(TTTCCTT)N B
| Simple Tandim Repeats by TRF

Simple Repeats

ic Intervals Masked by WindowMasker + SDust
| N

n
1 [T1] HIBEEIN IR |11l I NI 1. B 1111

WM + SDust||




