Scale chr2L:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_024703675.1 8,959,000 8,959,500 8,960,000 8,960,500 8,961,000 8,961,500 8,962,000 8,962,500 8,963,000 8,963,500 8,964,000 8,964,500 8,965,000 8,965,500 8,966,000 8,966,500 8,967,000 8,967,500 8,968,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g263.t1 g263.t2

NM_135273.5

(CT)n (GCTG)n (GACC)n (TGTATA)n (A)n

(T)n (TC)n (GCT)n

(T)n (A)n A-rich

(GA)n (CACA)n

(CT)n

GA-rich

(TG)n

(AATTTTA)n (TAAAT)n

(GT)n (CGTTT)n

(TTTCTGT)n

(T)n

(CGT)n (ACA)n

GA-rich (TA)n (AC)n

(TC)n

(GTGTGT)n (TATG)n (TG)n

(CA)n

(CACAGA)n

(GT)n

(ACAC)n

GC Percent

(GCTCCA)n#Simple_repeat