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NCBI RefSeq genes, curated and predicted (NM_*, XM * NR_* XR * NP * YP *)
976980/XM_005341520.1 RIS L 138 L 139 M 140 R 141 P 142 R 143 V 144 C 145 R 146 G 147 L 148 A 149 L 150 S151 !

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

AUGUSTUS ab initio gene predictions v3.1
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Non-Squirrel RefSeq Genes

Mus Zfp236/NM_177832
Is Zfp236/NM_001374229
Mus Zfp799/NM_177359
1s Zfp799/NM_001360479
1s Zfp560/NM_001004190
1:fc30c06/NM_001327916
1S Zfp169/NM_001164575
Mus Zfp169/NM_026450
' Zscan22/NM_001290436
' Zscan22/NM_001290438
' Zscan22/NM_001001447
znf585b.L/NM_001087991
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) ZNF470/NM_001001668
attus KIf3/NM_001105742
Vius Glis3/NM_001305671
Mus Glis3/NM_175459
» BCL11A/NM_001031031
1s Bellla/NM_001191683
soph CG2712/NM_130672
'00112J16Rik/NR_131044
Danio ubl3a/NM_212686
1s znf300/NM_001016118
1S Zfp169/NM_001164575
Mus Zfp169/NM_026450
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fomo OR1G1/NM_003555
s Olr1448/NM_001000019 N
s OIr1449/NM_001000775
s 0Ir1450/NM_001000774 I
Vus OIfr1495/NM_146344 I
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Mus OIlfr531/NM_146953
s Olfr316/NM_00101181¢ I
s Olr1445/NM_00100095¢
Mus OIfr320/NM_207230 I
Squirrel mRNAs from GenBank

Mouse (Dec. 2011 (GRCm38/mm10)), Chain and Net Alignments
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Mouse Net

Repeating Elements by RepeatMasker
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