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Issues from read low-coverage

CAT Gene + LiftOff Annotations V4

BLAT of GENCODE RNAs

LiftOff Genes Annotations based on GENCODE (from UW)

PROseq-A bt2 default no kmer filtering

PROseq-A bt2 21mer filtering

PROseq-A bt2 51mer filtering

PROseq-A bt2 default no kmer filtering NEG

PROseq-A bt2 21mer filtering NEG

PROseq-A bt2 51mer filtering NEG

PROseq-A bt2 default no kmer filtering POS

PROseq-A bt2 21mer filtering POS

PROseq-A bt2 51mer filtering POS

PROseq-B bt2 default no kmer filtering

PROseq-B bt2 21mer filtering

PROseq-B bt2 51mer filtering

PROseq-B bt2 default no kmer filtering NEG

PROseq-B bt2 21mer filtering NEG

PROseq-B bt2 51mer filtering NEG

PROseq-B bt2 default no kmer filtering POS

PROseq-B bt2 21mer filtering POS

PROseq-B bt2 51mer filtering POS

PROseq-A bt2 k100 no kmer filtering

PROseq-A bt2 21mer filtering

PROseq-A bt2 51mer filtering

PROseq-A bt2 k100 no kmer filtering NEG

PROseq-A bt2 21mer filtering NEG

PROseq-A bt2 51mer filtering NEG

PROseq-A bt2 k100 no kmer filtering POS

PROseq-A bt2 21mer filtering POS

PROseq-A bt2 51mer filtering POS

PROseq-B bt2 k100 no kmer filtering

PROseq-B bt2 21mer filtering

PROseq-B bt2 51mer filtering

PROseq-B bt2 k100 no kmer filtering NEG

PROseq-B bt2 21mer filtering NEG

PROseq-B bt2 51mer filtering NEG

PROseq-B bt2 k100 no kmer filtering POS

PROseq-B bt2 21mer filtering POS

PROseq-B bt2 51mer filtering POS

CHM13 RNAseq Bowtie2 default mapped (chm13v1.1) and unique genome-wide kmer filtering

CpG Islands (Islands < 300 Bases are Light Green)
GRCh38 Cactus Synteny

Repeating Elements by RepeatMasker

Simple Tandem Repeats by TRF

Composite Repeats

Segmental Duplications

SEDEF Segmental Duplications Low Identity

LINC02798-201
LINC02798-206
LINC02798-203
LINC02798-205
LINC02798-204

2 3 2

chr5:51272126-51380242
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RNAseq-A bt2-dflt
RNAseq-A bt2-dflt-21mer
RNAseq-A bt2-dflt-51mer

RNAseq-B bt2-dflt
RNAseq-B bt2-dflt-21mer
RNAseq-B bt2-dflt-51mer


