Scale chr12:

AUGUSTUS

Rat Guinea_pig Squirrel Rabbit Pika Human Rhesus Chinese_pangolin Dog Sheep Opossum

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other Unknown

EVA SNP Release 7

5 kb mm39 56,745,000 56,750,000 56,755,000 56,760,000 Gap Locations GENCODE VM37 (1 items filtered out)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

AUGUSTUS ab initio gene predictions v3.1

Non-Mouse RefSeq Genes

RefSeq mRNAs mapped to this assembly

Mouse mRNAs from GenBank

35 vertebrates Basewise Conservation by PhyloP

Multiz Alignments of 35 Vertebrates

Repeating Elements by RepeatMasker

Short Genetic Variants from European Variant Archive

Pax9 Pax9 ENSMUSG00000131027 Slc25a21 Slc25a21 Slc25a21

Pax9/NM_011041.3 Slc25a21/NM_001167976.1 Slc25a21/NM_172577.3

Homo PAX9/NM_006194 Homo PAX9/NM_001372076 Bos PAX9/NM_001192369 Rattus Pax9/NM_001039539 Macaca PAX9/NM_001040417 Danio pax1a/NM_001080592 Danio pax9/NM_131298 Gallus PAX9/NM_204912 Xenopus pax9.L/NM_001174014 Oryzias pax1a/NM_001172049

Homo SLC25A21/NM_030631 Rattus Slc25a21/NM_133614

Bos SLC25A21/NM_001015587

Pongo SLC25A21/NM_001131197

Xenopus slc25a21/NM_001017069

Xenopus slc25a21.L/NM_001097058

Cavia Slc25a21/NM_001278766

Macaca SLC25A21/NM_001265644 Homo SLC25A21/NM_001171170

NM_011041 NM_001167976

AK132404 AK034985 X84000 BC005794 BC006930

AK167535 AK045180 AK041694 AK162379 AK036988 EU180236 BC057980

Cons 35 Verts

4.28 _

-4.1 _