Scale Kb} | mm10
chré: | 36,939,000 36,940,000 36,941,000] 36,942,000] 36,943,000] 36,944,000] 36,945,000] 36,946,000] 36,947,000 36,948,000] 36,949,000 36,950,000| 36,951,000] 36,952,000] 36,953,000 36,954,000|
All gaps of unknown nucleotides (N's), including AGP annotated gaps
All Gaps
GENCODE VM23 Comprehensive Transcript Set (only Basic displayed by default)

Dgki
Dgki
Dgki
1700111E14Rik

RefSeq genes from NCBI

RefSeq Curated
Non-Mouse mRNAs from GenBank

Pinus FN931224
Pogonus JU439978
Homo AB209167
Homo AF061936
Capra JT641744
Capra JT688464
Ctenomy JU550158
Ctenomy JU550159
Rattus AB058962
Rattus AB058963
Rattus AB058964
Junco JV166928
Hynobiu LE197871
Ictalur JT470972
Rana LH219509
Rana LH219510
Nannosp JO001289
Gadus JW195335
Anoplop JO673762,
Capra JO648974
Ictalur JT414251
Gallus CR389760
Bubalus JU680975

Single Cell RNA-Seq Gene Expression from Tabula Muris

Dgki I
ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from all cell types
ENCODE cCREs
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Repeating Elements by RepeatMasker
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Short Genetic Variants from European Variant Archive
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