Scale chr10:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_917862395.1 7,473,500 7,474,000 7,474,500 7,475,000 7,475,500 7,476,000 7,476,500 7,477,000 7,477,500 7,478,000 7,478,500 7,479,000 7,479,500 7,480,000 7,480,500 7,481,000 7,481,500 7,482,000 7,482,500 GC Percent in 5-Base Windows

Ensembl genes 2022_09

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

ENSHSRG00005008888

g1784.t1

Helitron2_Hera metulj_2594 DNA18_Hera Helitron-like-2_Hmel Helitron-1_Hdem nMar-9_Hmel Helitron-like-1_Hmel

Helitron-1_Etal metulj_m25 Helitron-3_Hbur L2-2_Diul

A-rich metulj_m67

nTc3-4_Hmel metulj_2594 (ATATTA)n

Helitron-2_Hbes

LTR14_Hera metulj_2594 Helitron-2_Ldor

A-rich

(ATTAT)n

Zenon-2_Hmel_C

Helitron15_Hera Mariner7_Hera metulj_m67

Helitron-1_Hdem

(ATGT)n

DNA20_Hera

R1-1_Hmel_C

GC Percent

Mariner7_Hera#DNA/TcMar-Mariner Helitron2_Hera#RC/Helitron Helitron-1_Hpar#RC/Helitron