Scale NW_020824787.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_003285875.2 3,572,500 3,573,000 3,573,500 3,574,000 3,574,500 3,575,000 3,575,500 3,576,000 3,576,500 3,577,000 3,577,500 3,578,000 3,578,500 3,579,000 3,579,500 3,580,000 3,580,500 3,581,000 3,581,500 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_030698951.1 XM_030698954.1

XM_030699962.1 XM_030699607.1

XM_030698951.1 XM_030698954.1

XM_030699962.1 XM_030699607.1

Syx5 cni fzy cact

(CAA)n (AGC)n

(GCA)n

(AT)n (TAA)n (TG)n

(TTTTATA)n A-rich (T)n (TAGTTC)n (CACA)n

(G)n

(ATATGT)n

(TA)n

(T)n

A-rich

(GGCG)n

(CACACA)n

(ACA)n

(CAACAG)n A-rich (TGT)n (GCTGTT)n

(TG)n

GC Percent