Scale LT990243.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_900257145.2 1,172,000 1,173,000 1,174,000 1,175,000 1,176,000 1,177,000 1,178,000 1,179,000 1,180,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

Gene models submitted to NCBI

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

PBILCG01_1429000 PBILCG01_1429000 PBILCG01_1429000 PBILCG01_1429000 PBILCG01_1429000 PBILCG01_1429000

PBILCG01_1429100 PBILCG01_1429100 PBILCG01_1429100

(A)n (AT)n (AATA)n (T)n A-rich (AT)n (A)n (TA)n (T)n (AT)n

(T)n

(A)n (AT)n (A)n (AT)n

A-rich (AT)n

A-rich

(ATA)n (A)n (AT)n

(T)n

(ATAT)n A-rich

A-rich (TTG)n (AATAAT)n (ATA)n

GC Percent

(TTCTT)n#Simple_repeat