Scale chrLG7:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_014825855.1 6,607,500 6,608,000 6,608,500 6,609,000 6,609,500 6,610,000 6,610,500 6,611,000 6,611,500 6,612,000 6,612,500 6,613,000 6,613,500 6,614,000 6,614,500 6,615,000 6,615,500 6,616,000 6,616,500 6,617,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Ensembl genes 2021_11

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_043730976.1 XM_043730974.1 XM_043730975.1

XM_043730965.1

XM_043730976.1 XM_043730974.1 XM_043730975.1

XM_043730965.1

ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000001698 ENSBPYG00000010231 ENSBPYG00000002822

SCPEP1 SCPEP1

SCPEP1 ENSBPYG00000006192

hiro

CpG: 38 CpG: 24

(ATTAT)n (TTTTTAT)n

A-rich (TAT)n (TTCTTT)n

GC Percent